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RETENTION TIME (MIN) ¢ LIBRARY-MATCEED COMPOUND
6.7 3.3"-oxybis-1-propens:
79 ' Isobutane !
103 i-potene .
10.7 ) 1 3-dimethylhexane |
13.9 ' Ally! methallyl ether |
142 ' 2,A-dimethylhepiane |
165 1, 1-dimethyl- N N -dipheoyisilagediamine
7.1 3.5-dimethvi-1-hexene
174 2-methyloctane
200 - i-dodecane
20.3 Diecans
21.6 ) _ «;smyaw&#mﬂiyimmg&
22.7 ' ldodecens
229 3, 5-dimethyloctane
212 Azulane for naphthalens)
2532 I-dodetens '
254 2 A-dirgethyihexans |
27.8 {-dodecene
27.7 2, 7-dimathvioctane |
5.7 _ Phoxndecens
20.8 2-methyl-decane
7 i-nonadecens
3.7 §-hentadecens
37.4 2-BONANOBG _
38.3 n-hexadecanoic scid
&0.7 Z-nonadecanone
40.8 i undecanenitrile

Flemiification of the Proteiny

ta order 1 wlentify the protein, duplicate aliguots of the sample were heated at 3070, sglervanisus fortwe
days, W romave all volatile componernts. The residue from the vanvim process was Q3% of the ‘-
recgived’ sample.

The sasple residue was then purified with polyamylamide gal electrophoresis {Sﬁ%—@z‘siﬁﬁ} Approximately
20 mg of the vaeuum-drisd sample ware sdded to 2 Bis-Tris 4-12% pradient SDS-PAGE gei along with
molecular weight standards. Electrophoresis was performed 8t 400 wmA and 200V &y Eﬁ minutes, The gol
was fixed m 1% methans! ond 7% seetie acid, followsd by g8 ning with 5}5;}?3 %r:?' Frﬂ‘i‘gg% arain  The gﬁ:a
was then deztained and analyzed by fluorescence (Excltation = 457 am, Emission 2@%;‘5 nm},

The bands of interast wers removed from the gel and & oot trypesn. The digested sample was snalyzed
on & Matrix Assisted Laser Desorption /lonization Time of Flight (MALDI-TOF) mass spectrometer cquipped
wiih a nanospray souree and a nano-fiquid chromatography svstem. 'ﬁw ;a;mdas remaining aftc: uypsin
digostion sie ientified Dy their determined saact mase, which s oo %ﬁﬁ?ﬁﬂﬁ%ﬁk ey

Koratin was found in the sample, which would be consistent with the molecular wei "zz of the --60 kDa banu
wn the 8D§ PAQE (CHART 4). However, kevatin is 3 very comumon contaminant ang is introduced into
samples via dust and fingerprints. Three other proteins were found by the MALDI-TOF analysis, all of which

are: enzymes, The enzyimes wore of very low abundance in the ssmple and were identified by only oue peplide
each. These are Hsted in the table below. i
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Spectrometor {NMR)

a;md Confprmational
[ Determination

fon Trap and Fourier Transform Ton
Cveintron Mass Soeclrometer

ThemmoDieoteon LTG-FT

i
Identification of peptides

CHARTS

Enclosed please find the following CHARTS senerated during the analysis,

CHART 1 Standard NMR spectrum of naphthalene,

CHART 2 MMR spectram of the sampie, after washing with toluene.

CHART 3 Pyrolysis GC/MS chromatograms, specira, and associated library ma‘ic:h&r,
CHART 4 SPY-FAGE separation of the sample.
CHART 5 Photograph of toluens-soluble protein test results,
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